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(1) a-VE¥ B Alpha-amylase CRIETKHi%E Aspergillus oryzae B4R 24T & Bacillus licheniformis
ol 2 {1 2% Aspergillus niger);

(2) ARZEHER Xylanase CRIE Tk #h 2 Aspergillus oryzae B¢ % i 2% Aspergillus niger B [ 177 Be ik g £F
Pichia pastoris);

(3) flg i Lipase CRJAT 22 ih 2 Aspergillus niger 5K #h 2 Aspergillus oryzae);

(4) HpEE1LEE Glucose oxidase CRIE-T 2 iHiE Aspergillus niger 5K i 5 Aspergillus oryzae);

(5) F-£F4E 2 Hemicellulase CRIFET 2 Aspergillus niger);

(6) B-JEN T beta-amylase CRJE T K barley);

(7) HFEEFEE Glucoamylase CRYET 2 #h %2 Aspergillus niger);

(8) HE A Protease(includingmilkclottingenzymes) (K& T 22 % Aspergillus niger B¢ K AR %5

Rhizomucormiehei 5K it Aspergillus oryzae);

(9) AJNEHEE Papai CRIETAJK Caricapapaya);

(10) Z ek B Maltogenicamylase RIS T4 5 25 #04T 1 Bacillussubtili);

(11) LA Catalase CGRYE T 22 i 2% Aspergillus niger B¢ 5% 555 [¥) AT IE bovine,pigorhorseliver);

(12) A4 Cellulase CRIE T2 % Aspergillus niger).
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